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1 Summary 

GENE-SWitCH aims at identifying functional elements located in the genomes of pig and 
chicken working on seven different tissues at three different developmental stages. One of the 
important marks of the functional genome elements is DNA methylation which is generally 
reverse correlated with gene expression at the functional genome elements. The objective 
were to achieve high quality DNA methylation data from the tissues sampled from the different 
developmental stages (D1.1) and make the DNA methylation data available to the GENE-
SWitCH/FAANG community and to make it public available.  

Details about DNA extraction is available on the FAANG data portal.  

Pig:  
https://data.faang.org/api/fire_api/assays/INRA_SOP_GENESWITCH_WP1_PIG_EXTRACTI
ON_DNA_RNA_20201111.pdf 

Chicken: 
https://data.faang.org/api/fire_api/assays/ROSLIN_SOP_GENESWITCH_WP1_CHICK_EXT
RACTION_DNA_RNA_20201111.pdf 

2 Protocol description 

2.1.1 Construction of RRBS libraries  

Construction of libraries and sequencing on the Illumina NovaSeq 6000 was performed at the 
Roy J. Carver Biotechnology Center at the University of Illinois at Urbana-Champaign. Reduced 
Representation Bisulfite Sequencing (RRBS) libraries were constructed with the Ovation RRBS 
Methyl-Seq kit from Tecan. Briefly, 100ng of high molecular weight DNA was digested with 
MspI, ligated to sequencing adaptors, treated with bisulfite and amplified by PCR. The final 
libraries were quantitated with Qubit (ThermoFisher, MA) and the average size was determined 
on a Fragment Analyzer (Agilent, CA). The libraries were diluted to 10nM and further 
quantitated by qPCR on a CFX Connect Real-Time qPCR system (Biorad, Hercules, CA) for 
accurate pooling of barcoded libraries and maximization of number of clusters in the flowcell.  

  

2.1.2 Sequencing of libraries in the NovaSeq 6000 

The pooled barcoded shotgun libraries were loaded on three NovaSeq 6000 S1 lanes for 

cluster formation and sequencing. They were sequenced for 151nt from one side of the DNA 

fragments. The demultiplexed fastq and unique molecular identifier (UMI) read files were 

generated with the bcl2fastq v2.20 Conversion Software (Illumina, San Diego, CA). 

 

The detailed protocol for library production can be downloaded using the following link: 

https://www.nugen.com/sites/default/files/M01394_v6_User_Guide%3A_Ovation_RRBS_Met

hyl-Seq_System_5912.pdf 

 

and is also reproduced below: 

  

https://eur03.safelinks.protection.outlook.com/?url=https%3A%2F%2Fdata.faang.org%2Fapi%2Ffire_api%2Fassays%2FINRA_SOP_GENESWITCH_WP1_PIG_EXTRACTION_DNA_RNA_20201111.pdf&data=04%7C01%7C%7C8ab15a6baf174421394408d887c09013%7C27d137e5761f4dc1af88d26430abb18f%7C0%7C0%7C637408608920330587%7CUnknown%7CTWFpbGZsb3d8eyJWIjoiMC4wLjAwMDAiLCJQIjoiV2luMzIiLCJBTiI6Ik1haWwiLCJXVCI6Mn0%3D%7C1000&sdata=e32NlQOlrHG%2BZd19cuDV5KJvOPSU1i4%2BP%2FprRaGEpIk%3D&reserved=0
https://eur03.safelinks.protection.outlook.com/?url=https%3A%2F%2Fdata.faang.org%2Fapi%2Ffire_api%2Fassays%2FINRA_SOP_GENESWITCH_WP1_PIG_EXTRACTION_DNA_RNA_20201111.pdf&data=04%7C01%7C%7C8ab15a6baf174421394408d887c09013%7C27d137e5761f4dc1af88d26430abb18f%7C0%7C0%7C637408608920330587%7CUnknown%7CTWFpbGZsb3d8eyJWIjoiMC4wLjAwMDAiLCJQIjoiV2luMzIiLCJBTiI6Ik1haWwiLCJXVCI6Mn0%3D%7C1000&sdata=e32NlQOlrHG%2BZd19cuDV5KJvOPSU1i4%2BP%2FprRaGEpIk%3D&reserved=0
https://eur03.safelinks.protection.outlook.com/?url=https%3A%2F%2Fdata.faang.org%2Fapi%2Ffire_api%2Fassays%2FROSLIN_SOP_GENESWITCH_WP1_CHICK_EXTRACTION_DNA_RNA_20201111.pdf&data=04%7C01%7C%7C8ab15a6baf174421394408d887c09013%7C27d137e5761f4dc1af88d26430abb18f%7C0%7C0%7C637408608920330587%7CUnknown%7CTWFpbGZsb3d8eyJWIjoiMC4wLjAwMDAiLCJQIjoiV2luMzIiLCJBTiI6Ik1haWwiLCJXVCI6Mn0%3D%7C1000&sdata=ECOGCL5fnIfoAHS%2BrOz7YtP8oYYF3K4nK8LJulo582o%3D&reserved=0
https://eur03.safelinks.protection.outlook.com/?url=https%3A%2F%2Fdata.faang.org%2Fapi%2Ffire_api%2Fassays%2FROSLIN_SOP_GENESWITCH_WP1_CHICK_EXTRACTION_DNA_RNA_20201111.pdf&data=04%7C01%7C%7C8ab15a6baf174421394408d887c09013%7C27d137e5761f4dc1af88d26430abb18f%7C0%7C0%7C637408608920330587%7CUnknown%7CTWFpbGZsb3d8eyJWIjoiMC4wLjAwMDAiLCJQIjoiV2luMzIiLCJBTiI6Ik1haWwiLCJXVCI6Mn0%3D%7C1000&sdata=ECOGCL5fnIfoAHS%2BrOz7YtP8oYYF3K4nK8LJulo582o%3D&reserved=0
https://www.nugen.com/sites/default/files/M01394_v6_User_Guide%3A_Ovation_RRBS_Methyl-Seq_System_5912.pdf
https://www.nugen.com/sites/default/files/M01394_v6_User_Guide%3A_Ovation_RRBS_Methyl-Seq_System_5912.pdf
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