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1 Summary 

GENE-SWitCH aims at identifying functional elements located in the genomes of pig and 
chicken working on seven different tissues at three different developmental stages. One of the 
important marks of the functional genome elements is DNA methylation which is generally 
reverse correlated with gene expression at the functional genome elements. The objective 
were to achieve high quality DNA methylation data from the tissues sampled from the different 
developmental stages (D1.1) and make the DNA methylation data available to the GENE-
SWitCH/FAANG community and to make it public available.  

Details about DNA extraction is available on the FAANG data portal.  

Pig:  
https://data.faang.org/api/fire_api/assays/INRA_SOP_GENESWITCH_WP1_PIG_EXTRACTI
ON_DNA_RNA_20201111.pdf 

Chicken: 
https://data.faang.org/api/fire_api/assays/ROSLIN_SOP_GENESWITCH_WP1_CHICK_EXT
RACTION_DNA_RNA_20201111.pdf 

2 Protocol description 

2.1.1 Construction of WGBS libraries and sequencing, general overview: 

Construction of libraries and sequencing on the Illumina NovaSeq 6000 was performed at the 

Novogene (UK) Company Limited, 25 Cambridge Science Park,Milton Road Cambridge CB4 
0FW United Kingdom. Genomic DNA spiked with lambda DNA was fragmented by sonication to 
200-400 bp with Covaris S220 (Covaris, Inc., Woburn, MA, USA), followed by end repair and A-
ligation. Cytosine-methylated barcoded adapter was then ligated to sonicated DNA for different 
samples. The DNA bisulfite conversion was performed using the EZ DNA Methylation Gold Kit 
(Zymo Research, Irvine, USA). Then DNA fragments were size selected and amplified using the 
KAPA HiFi HotStart ReadyMix (2X) (Kapa Biosystems, Wilmington, USA). The library 
concentration was quantified using a Qubit 2.0 fluorometer (Life Technologies, Carlsbad, USA) 
and qPCR (iCycler, BioRadLaboratories, Hercules, USA), and the insert size was checked. Library 
was then sequenced on NovaSeq 6000 S4 flow cell with PE150 strategy. 

https://eur03.safelinks.protection.outlook.com/?url=https%3A%2F%2Fdata.faang.org%2Fapi%2Ffire_api%2Fassays%2FINRA_SOP_GENESWITCH_WP1_PIG_EXTRACTION_DNA_RNA_20201111.pdf&data=04%7C01%7C%7C8ab15a6baf174421394408d887c09013%7C27d137e5761f4dc1af88d26430abb18f%7C0%7C0%7C637408608920330587%7CUnknown%7CTWFpbGZsb3d8eyJWIjoiMC4wLjAwMDAiLCJQIjoiV2luMzIiLCJBTiI6Ik1haWwiLCJXVCI6Mn0%3D%7C1000&sdata=e32NlQOlrHG%2BZd19cuDV5KJvOPSU1i4%2BP%2FprRaGEpIk%3D&reserved=0
https://eur03.safelinks.protection.outlook.com/?url=https%3A%2F%2Fdata.faang.org%2Fapi%2Ffire_api%2Fassays%2FINRA_SOP_GENESWITCH_WP1_PIG_EXTRACTION_DNA_RNA_20201111.pdf&data=04%7C01%7C%7C8ab15a6baf174421394408d887c09013%7C27d137e5761f4dc1af88d26430abb18f%7C0%7C0%7C637408608920330587%7CUnknown%7CTWFpbGZsb3d8eyJWIjoiMC4wLjAwMDAiLCJQIjoiV2luMzIiLCJBTiI6Ik1haWwiLCJXVCI6Mn0%3D%7C1000&sdata=e32NlQOlrHG%2BZd19cuDV5KJvOPSU1i4%2BP%2FprRaGEpIk%3D&reserved=0
https://eur03.safelinks.protection.outlook.com/?url=https%3A%2F%2Fdata.faang.org%2Fapi%2Ffire_api%2Fassays%2FROSLIN_SOP_GENESWITCH_WP1_CHICK_EXTRACTION_DNA_RNA_20201111.pdf&data=04%7C01%7C%7C8ab15a6baf174421394408d887c09013%7C27d137e5761f4dc1af88d26430abb18f%7C0%7C0%7C637408608920330587%7CUnknown%7CTWFpbGZsb3d8eyJWIjoiMC4wLjAwMDAiLCJQIjoiV2luMzIiLCJBTiI6Ik1haWwiLCJXVCI6Mn0%3D%7C1000&sdata=ECOGCL5fnIfoAHS%2BrOz7YtP8oYYF3K4nK8LJulo582o%3D&reserved=0
https://eur03.safelinks.protection.outlook.com/?url=https%3A%2F%2Fdata.faang.org%2Fapi%2Ffire_api%2Fassays%2FROSLIN_SOP_GENESWITCH_WP1_CHICK_EXTRACTION_DNA_RNA_20201111.pdf&data=04%7C01%7C%7C8ab15a6baf174421394408d887c09013%7C27d137e5761f4dc1af88d26430abb18f%7C0%7C0%7C637408608920330587%7CUnknown%7CTWFpbGZsb3d8eyJWIjoiMC4wLjAwMDAiLCJQIjoiV2luMzIiLCJBTiI6Ik1haWwiLCJXVCI6Mn0%3D%7C1000&sdata=ECOGCL5fnIfoAHS%2BrOz7YtP8oYYF3K4nK8LJulo582o%3D&reserved=0
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2.1.2 General overview of the flow chart for WGBS library construction and sequencing  
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2.1.3 Bisulfite conversion (EZ DNA Methylation-Gold™ Kit) protocol 
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2.1.4 Library protocol (KAPA Library Amplification Kit) 

 

 


